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<110> APPLICANT: Kapeller-Libermann, Rosana 

<120> TITLE OF INVENTION: 56919, A NOVEL HUMAN ACYLTRANSFERASE AND 

USES THEREOF 
<130> FILE REFERENCE: MPI00-343P1RM 
<140> CURRENT APPLICATION NUMBER: 09/935 , 290A 
<141> CURRENT FILING DATE: 2001-08-21 
<150> PRIOR APPLICATION NUMBER : 60/226,509 
<151> PRIOR FILING DATE: 2000-08-21 
<160> NUMBER OF SEQ ID NOS : 16 

<170> SOFTWARE: FastSEQ for Windows Version 4.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 3003 
<212> TYPE: DNA 

Homo sapiens 
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(341) . . . (2827) 
misc_f eature 
2939, 2973 

n = A,T,C or 



<213> ORGANISM : 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<221> NAME/KEY: 
<222> LOCATION: 
<223> OTHER INFORMATION: 
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ttcggcacca ggctgctgcg gggggactct ttctgaggtt actgtggagc acccaaagtc 60 
tgtcagcctc tggccgtgca aacaggcacc cagaggaacc agaccttgct tattcaccca 120 
cagcctggga ctgtcttctc cagagtctcc atcagctttg ctaatcgact gattggaaat 180 
aattcctcaa acaccaccaa gtcaaggata caggcagcag cggctcccct gttgtatgga 240 
cattctgcac ccgaaactga tagctgagtc ctgaagtttt atgttatgaa acagaagaac 3 00 
tttcatccca gcacatgatt tgggaattac actttgtgac atg gat gaa tct gca 355 
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gag 


agt 


2659 


234 


Tyr 


Leu 


He 


Thr 


Arg 


Thr 


Glu 


Arg 


Asn 


Val 


Ala 


Val 


Tyr 


Ala 


Glu 


Ser 




235 






760 










765 










770 










237 


gcc 


aca 


tat 


tgt 


ctt 


gtg 


aag 


aat 


get 


gtg 


aaa 


atg 


ttt 


aag 


gat 


att 


2707 


238 


Ala 


Thr 


Tyr 


Cys 


Leu 


Val 


Lys 


Asn 


Ala 


Val 


Lys 


Met 


Phe 


Lys 


Asp 


He 




239 




775 










780 










785 












241 


ggg 


gtt 


ttc 


aag 


gag 


acc 


aaa 


caa 


aag 


aga 


gtg 


tct 


gtt 


tta 


gaa 


ctg 


2755 


242 


Gly 


Val 


Phe 


Lys 


Glu 


Thr 


Lys 


Gin 


Lys 


Arg 


Val 


Ser 


Val 


Leu 


Glu 


Leu 




243 


790 










795 










800 










805 




245 


age 


age 


act 


ttt 


eta 


cct 


caa 


tgc 


aac 


cga 


caa 


aaa 


ctt 


eta 


gaa 


tat 


2803 


246 


Ser 


Ser 


Thr 


Phe 


Leu 


Pro 


Gin 


Cys 


Asn 


Arg 


Gin 


Lys 


Leu 


Leu 


Glu 


Tyr 




247 










810 










815 










820 






249 


att 


ctg 


agt 


ttt 


gtg 


gtg 


ctg 


tag 


gtaacgtgtg geactgetgg caaatgaagg 


2857 


250 


He 


Leu 


Ser 


Phe 


Val 


Val 


Leu 


* 




















251 








825 




























253 


tcatgagatg agttccttgt aggtaccagc 


: ttctggctca 


agagtttgaa ggtgccttcg 


2917 


W--> 254 


caggggtcag gcctgccctg tnccgaagtg atctcctgga 


agacaagtgc cttctncctc 


2977 


255 


catggatctg agatcttccc agcttt 


















3003 


257 


<210> SEQ ID NO: 


2 


























258 


<211> LENGTH: 828 
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259 


<212> TYPE: 


PRT 


























260 


<213> ORGANISM: 


Homo sapiens 


















262 


<400> SEQUENCE: 


2 
























263 


Met 


Asp 


Glu 


Ser 


Ala 


Leu 


Thr 


Leu 


Gly 


Thr 


He 


Asp 


Val 


Ser 


Tyr 


Leu 


264 


1 








5 










10 










15 




265 


Pro 


His 


Ser 


Ser 


Glu 


Tyr 


Ser 


Val 


Gly 


Arg 


Cys 


Lys 


His 


Thr 


Ser 


Glu 


266 








20 










25 










30 






267 


Glu 


Trp 


Gly 


Glu 


Cys 


Gly 


Phe 


Arg 


Pro 


Thr 


Val 


Phe 


Arg 


Ser 


Ala 


Thr 


268 






35 










40 










45 








269 


Leu 


Lys 


Trp 


Lys 


Glu 


Ser 


Leu 


Met 


Ser 


Arg 


Lys 


Arg 


Pro 


Phe 


Val 


Gly 


270 




50 










55 










60 










271 


Arg 


Cys 


Cys 


Tyr 


Ser 


Cys 


Thr 


Pro 


Gin 


Ser 


Trp 


Asp 


Lys 


Phe 


Phe 


Asn 


272 


65 










70 










75 










80 


273 


Pro 


Ser 


He 


Pro 


Ser 


Leu 


Gly 


Leu 


Arg 


Asn 


Val 


He 


Tyr 


He 


Asn 


Glu 


274 










85 










90 










95 




275 


Thr 


His 


Thr 


Arg 


His 


Arg 


Gly 


Trp 


Leu 


Ala 


Arg 


Arg 


Leu 


Ser 


Tyr 


Val 


276 








100 










105 










110 






277 


Leu 


Phe 


He 


Gin 


Glu 


Arg 


Asp 


Val 


His 


Lys 


Gly 


Met 


Phe 


Ala 


Thr 


Asn 


278 






115 










120 










125 








279 


Val 


Thr 


Glu 


Asn 


Val 


Leu 


Asn 


Ser 


Ser 


Arg 


Val 


Gin 


Glu 


Ala 


He 


Ala 


280 




130 










135 










140 










281 


Glu 


Val 


Ala 


Ala 


Glu 


Leu 


Asn 


Pro 


Asp 


Gly 


Ser 


Ala 


Gin 


Gin 


Gin 


Ser 


282 


145 










150 










155 










160 


283 


Lys 


Ala 


Val 


Asn 


Lys 


Val 


Lys 


Lys 


Lys 


Ala 


Lys 


Arg 


He 


Leu 


Gin 


Glu 


284 










165 










170 










175 




285 


Met 


Val 


Ala 


Thr 


Val 


Ser 


Pro 


Ala 


Met 


He 


Arg 


Leu 


Thr 


Gly 


Trp 


Val 


286 








180 










185 










190 






287 


Leu 


Leu 


Lys 


Leu 


Phe 


Asn 


Ser 


Phe 


Phe 


Trp 


Asn 


He 


Gin 


He 


His 


Lys 


288 






195 










200 










205 








289 


Gly 


Gin 


Leu 


Glu 


Met 


Val 


Lys 


Ala 


Ala 


Thr 


Glu 


Thr 


Asn 


Leu 


Pro 


Leu 


290 




210 










215 










220 










291 


Leu 


Phe 


Leu 


Pro 


Val 


His 


Arg 


Ser 


His 


He. 


Asp 


Tyr 


Leu 


Leu 


Leu 


Thr 


292 


225 










230 










235 










240 


293 


Phe 


lie 


Leu 


Phe 


Cys 


His 


Asn 


He 


Lys 


Ala 


Pro 


Tyr 


He 


Ala 


Ser 


Gly 


294 










245 










250 










255 




295 


Asn 


Asn 


Leu 


Asn 


He 


Pro 


He 


Phe 


Ser 


Thr 


Leu 


He 


His 


Lys 


Leu 


Gly 


296 








260 










265 










270 






297 


Gly 


Phe 


Phe 


He 


Arg 


Arg 


Arg 


Leu 


Asp 


Glu 


Thr 


Pro 


Asp 


Gly 


Arg 


Lys 


298 






275 










280 










285 








299 


Asp 


Val 


Leu 


Tyr 


Arg 


Ala 


Leu 


Leu 


His 


Gly 


His 


He 


Val 


Glu 


Leu 


Leu 


300 




290 










295 










300 










301 


Arg 


Gin 


Gin 


Gin 


Phe 


Leu 


Glu 


He 


Phe 


Leu 


Glu 


Gly 


Thr 


Arg 


Ser 


Arg 


302 


305 










310 










315 










320 


303 


Ser 


Gly 


Lys 


Thr 


Ser 


Cys 


Ala 


Arg 


Ala 


Gly 


Leu 


Leu 


Ser 


Val 


Val 


Val 


304 










325 










330 










335 




305 


Asp 


Thr 


Leu 


Ser 


Thr 


Asn 


Val 


He 


Pro 


Asp 


He 


Leu 


He 


He 


Pro 


Val 


306 








340 










345 










350 






307 


Gly 


He 


Ser 


Tyr 


Asp 


Arg 


He 


He 


Glu 


Gly 


His 


Tyr 


Asn 


Gly 


Glu 


Gin 


308 






355 










360 










365 
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4 <110> APPLICANT: Kapeller-Libermann, Rosana 

7 <120> TITLE OF INVENTION: 56919, A NOVEL HUMAN ACYLTRANSFERASE AND 

8 USES THEREOF 

10 <130> FILE REFERENCE: MPI00-343P1RM 

12 <140> CURRENT APPLICATION NUMBER: 09/935, 290A 

13 <141> CURRENT FILING DATE: 2001-08-21 

15 <150> PRIOR APPLICATION NUMBER: 60/226,509 

16 <151> PRIOR FILING DATE: 2000-08-21 
18 <160> NUMBER OF SEQ ID NOS : 16 

20 <170> SOFTWARE: Fast SEQ for Windows Version 4.0 



°<&s Not Comply 
Corrected Diskette Needed 



ERRORED SEQUENCES 



824 


<210> SEQ ID NO 


: 16 






















825 


<211> LENGTH: 828 






















826 


<212> TYPE: 


PRT 
























827 


<213> ORGANISM: 


Rattus norvegicus 














829 


<400> SEQUENCE: 


16 






















830 


Met 


Glu 


Glu 


Ser 


Ser 


Val 


Thr 


He 


Gly Thr 


lie 


Asp 


Val 


Ser 


Tyr 


Leu 


831 


1 








5 








10 










15 




832 


Pro 


Asn 


Ser 


Ser 


Glu 


Tyr 


Ser 


Leu 


Gly Arg 


Cys 


Lys 


His 


Thr 


Asn 


Glu 


833 








20 










2 5 








30 






834 


Asp 


Trp 


Val 


Asp 


Cys 


Gly 


Phe 


Lys 


Pro Thr 


Phe 


Phe 


Arg 


Ser 


Ala 


Thr 


835 






35 










40 








45 








836 


Leu 


Lys 


Trp 


Lys 


Glu 


Ser 


Leu 


Met 


Ser Arg 


Lys 


Arg 


Pro 


Phe 


Val 


Gly 


837 




50 










55 








60 










838 


Arg 


Cys 


Cys 


Tyr 


Ser 


Cys 


Thr 


Pro 


Gin Ser 


Trp 


Glu 


Arg 


Phe 


Phe 


Asn 


839 


65 










70 








75 










80 


840 


Pro 


Ser 


He 


Pro 


Ser 


Leu 


Gly 


Leu 


Arg Asn 


Val 


lie 


Tyr 


He 


Asn 


Glu 


841 










85 








90 










95 




842 


Thr 


His 


Thr 


Arg 


His 


Arg 


Gly 


Trp 


Leu Ala 


Arg Arg 


Leu 


Ser 


Tyr 


He 


843 








100 










105 








110 






844 


Leu 


Phe 


Val 


Gin 


Glu 


Arg 


Asp 


Val 


His Lys 


Gly Met 


Phe 


Ala 


Thr 


Ser 


845 






115 










12 0 








125 








846 


He 


Thr 


Asp 


Asn 


Val 


Leu 


Asn 


Ser 


Ser Arg Val 


Gin 


Glu 


Ala 


He 


Ala 


847 




130 










135 








140 










848 


Glu 


Val 


Ala 


Ala 


Glu 


Leu 


Asn 


Pro 


Asp Gly Ser Ala 


Gin 


Gin 


Gin 


Ser 


849 


145 










150 








155 










160 


850 


Lys 


Ala 


He 


Gin 


Lys 


Val 


Lys 


Arg 


Lys Ala Arg Lys 


He 


Leu 


Gin 


Glu 


851 










165 








170 










175 




852 


Met 


Val 


Ala 


Thr 


Val 


Ser 


Pro 


Gly 


Met He Arg Leu 


Thr Gly 


Trp 


Val 


853 








180 










185 








190 
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854 Leu Leu Lys Leu Phe Asn Ser Phe Phe Trp Asn lie Gin lie His Lys 

855 195 200 205 

856 Gly Gin Leu Glu Met Val Lys Ala Ala Thr Glu Thr Asn Leu Pro Leu 

857 210 215 220 

858 Leu Phe Leu Pro Val His Arg Ser His He Asp Tyr Leu Leu Leu Thr 

859 225 230 235 240 

860 Phe He Leu Phe Cys His Asn He Lys Ala Pro Tyr He Ala Ser Gly 

861 245 250 255 
862. Asn Asn Leu Asn He Pro He Phe Ser Thr Leu He His Lys Leu Gly 

863 260 265 270 

864 Gly Phe Phe He Arg Arg Arg Leu Asp Glu Thr Pro Asp Gly Arg Lys 

865 275 280 285 

866 Asp He Leu Tyr Arg Ala Leu Leu His Gly His He Val Glu Leu Leu 

867 290 295 300 

868 Arg Gin Gin Gin Phe Leu Glu He Phe Leu Glu Gly Thr Arg Ser Arg 

869 305 310 315 320 

870 Ser Gly Lys Thr Ser Cys Ala Arg Ala Gly Leu Leu Ser Val Val Val 

871 325 330 335 

872 Asp Thr Leu Ser Ser Asn Thr He Pro Asp He Leu Val He Pro Val 

873 340 345 350 

874 Gly He Ser Tyr Asp Arg He He Glu Gly His Tyr Asn Gly Glu Gin 

875 355 360 365 

876 Leu Gly Lys Pro Lys Lys Asn Glu Ser Leu Trp Ser Val Ala Arg Gly 

877 370 375 380 

878 Val He Arg Met Leu Arg Lys Asn Tyr Gly Tyr Val Arg Val Asp Phe 

879 385 390 395 400 

880 Ala Gin Pro Phe Ser Leu Lys Glu Tyr Leu Glu Gly Gin Ser Gin Lys 

881 405 410 415 

882 Pro Val Ser Ala Pro Leu Ser Leu Glu Gin Ala Leu Leu Pro Ala He 

883 420 425 430 

884 Leu Pro Ser Arg Pro Asp Ala Ala Ala Ala Glu His Glu Asp Met Ser 

885 435 440 445 

886 He Asn Glu Ser Arg Asn Ala Ala Asp Glu Ala Phe Arg Arg Arg Leu 

887 450 455 460 

888 He Ala Asn Leu Ala Glu His He Leu Phe Thr Ala Ser Lys Ser Cys 

889 465 470 475 480 

890 Ala He Met Ser Thr His He Val Ala Cys Leu Leu Leu Tyr Arg His 

891 485 490 495 

892 Arg Gin Gly He His Leu Ser Thr Leu Val Glu Asp Phe Phe Val Met 

893 500 505 510 

894 Lys Glu Glu Val Leu Ala Arg Asp Phe Asp Leu Gly Phe Ser Gly Asn 

895 515 520 525 

896 Ser Glu Asp Val Val Met His Ala He Gin Leu Leu Gly Asn Cys Val 

897 530 535 540 

898 Thr He Thr His Thr Ser Arg Lys Asp Glu Phe Phe He Thr Pro Ser 

899 545 550 555 560 

900 Thr Thr Val Pro Ser Val Phe Glu Leu Asn Phe Tyr Ser Asn Gly Val 

901 565 570 575 

902 Leu His Val Phe He Met Glu Ala He He Ala Cys Ser Leu Tyr Ala 
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903 



580 



585 



590 



904 


Val 


Gin 


Asn 


Lys Arg Gly Ser Gly Gly 


Pro 


Thr 


Ser 


Thr Pro Pro 


Asn 


905 






595 




600 










605 




906 


Leu 


He 


Ser 


Gin 


Glu Gin Leu Val 


Arg 


Lys 


Ala 


Ala 


Ser Leu Cys 


Tyr 


907 




610 






615 








620 






908 


Leu 


Leu 


Ser 


Asn Glu Gly Thr He 


Ser 


Leu 


Pro 


Cys 


Gin Thr Phe 


Tyr 


909 


625 








630 






635 






640 


910 


Gin 


Val 


Cys 


Gin 


Glu Thr Val Gly Lys 


Phe 


He 


Gin Tyr Gly He 


Leu 


911 










645 




650 






655 




912 


Thr 


Val 


Ala 


Glu Gin Asp Asp Gin Glu Asp Val 


Ser 


Pro Gly Leu Ala 


913 








660 




665 








670 




914 


Glu 


Gin 


Gin 


Trp Asn Lys Lys Leu 


Pro 


Glu 


Pro 


Leu 


Asn Trp Arg 


Ser 


915 






675 




680 










685 




916 


Asp 


Glu 


Glu 


Asp Glu Asp Ser Asp 


Phe 


Gly Glu Glu Gin Arg Asp Cys 


917 




690 






695 








700 






918 


Tyr 


Leu 


Lys 


Val 


Ser Gin Ala Lys 


Glu 


His 


Gin 


Gin 


Phe He Thr 


Phe 


919 


705 








710 






715 






720 


920 


Leu 


Gin 


Arq 


Leu 


Leu Gly Pro Leu 


Leu 


Glu 


Ala 


Tyr 


Ser Ser Ala 


Ala 


921 










725 




730 






735 




922 


He 


Phe 


Val 


His 


Thr Phe Arg Gly 


Pro 


Val 


Pro 


Glu 


Pro Glu Tyr 


Leu 


923 








740 




745 








750 




924 


Gin 


Arg 


Leu 


His 


Lys Tyr Leu He 


Thr 


Arg 


Thr 


Glu 


Arg Asn Val 


Ala 


925 






755 




760 










765 




926 


Val 


Tyr 


Ala 


Glu 


Ser Ala Thr Tyr 


Cys 


Leu 


Val 


Lys 


Asn Ala Val 


Lys 


927 




770 






775 








780 






928 


Met 


Phe 


Lys 


Asp 


He Gly Val Phe 


Lys 


Glu 


Thr 


Lys 


Gin Lys Arg Ala 


929 


785 








790 






795 






800 


930 


Ser 


Val 


Leu 


Glu 


Leu Ser Ser Thr 


Phe 


Leu 


Pro 


Gin 


Cys Asn Arg 


Gin 


931 










805 




810 






815 




932 


Lys 


Leu 


Leu 


Glu 


Tyr He Leu Ser 


Phe 


Val 


Val 


Leu 






933, 








820 




825 
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